INTRODUCTION
The accurate detection of cardiovascular abnormalities of patients has greater interest in medical field. The main reason for cardiac malfunction is due to irregular function of Sino-Atrial node (SA node) as shown in Figure 4 .1 SA node controls contraction and relaxation of heart by electrical pulses. These electrical pulses are recorded as electrocardiogram (ECG) signals. Therefore, monitoring electrocardiogram signal will provide a better way to represent bioelectrical activity of heart and the type of data acquisition technique for ECG signal can be illustrated as single lead to multi-lead systems (Weituo Hao et al. 2011) . Accurate detection of ECG is necessary to determine any cardiovascular abnormalities (Mohammed AlMahamdya and H. Bryan Riley 2014). The ECG signal consists of P, Q, R, S and T waves and each wave represents a function of the heart: the P-wave represents atrial depolarization, Q-wave represents depolarization of interventricular septum, R-wave represents depolarization of ventricles and S-wave represents final depolarization of ventricles.
Background
The ECG signal is recorded from the surface of patient's body while recording this system will introduce some noise in ECG signal. The amplitude and peak value of ECG signals vary largely for different patients with different conditions (Pedro Miguel et al. 1999) . Therefore, an efficient algorithm for removing the noise in ECG signals is required. The noise in ECG signals is due to factors such as base-line wandering, motion artefacts, supply-line interference within signal, electrode contact noise and some attenuation losses (Strumillo 2002) . Baseline wandering noise is produced by factors such as respiration, electrode impedance variation and excessive body movements. Motion artefact can be affected by body motion of patients during recording. The supply-line interferences are due to stray effect that is caused by power cables from the leads. The frequency of noise in ECG signal is affected by base-line wandering and it is in the range of 0.3 to 1.5 Hz.
Several hardware designing techniques are available for the reduction of noises such as supply-line interference and motion artefacts. Therefore an efficient algorithm for removing the lower frequency components present in ECG signals is much needed.
Figure 4.1 Cross section of heart
After the removal of noise, the features in ECG signal should be extracted (Pedro Miguel et al. 1999) . The number of fiducial points in ECG signal can be removed using feature extraction technique by applying efficient threshold to the peak points. An efficient feature extraction technique called Fast Fourier Transform is employed to detect these peak points and the detected peak points consist of some additional points other than PQRST signal. By using an efficient threshold technique, P, QRS and T-wave in ECG signal can be separated. The peak amplitudes in the input ECG are shown in Hence, efficient detection algorithms for detecting abnormalities in heart need to be developed. Therefore, proposed multi-objective genetic algorithm that will differentiate the type of abnormality based on the condition of patient. In the proposed scheme, the susceptibility of the patient to the disease (more-severe, severe and normal condition) were determined with the help of a fuzzy-based scheme.
Main Contribution
The efficiency of the classification technique is based on its ability The third step of classification is abnormality detection, where the condition (objective) of the patient is initialized. After initialization, a fitness function for multi-objective genetic algorithm is implemented using area of convergence for a particular abnormality (Kalyanmoy Deb 1999) . If the fitness functions is less than area of convergence, it is marked as an abnormality. Then, the second step is to determine the stage of abnormalities with the help of fuzzy-based scheme and this condition delivers degree of deviation to the output. Hence, the abnormality type and its condition can be predicted. A flow chart of our proposed abnormality detection algorithm is shown in Figure 4 .3. 
Abnormality Classification
The block based neural network was used to classify abnormality of 
CLASSIFICATION (PRE-PROCESSING)
The ECG signal raw input is inclined to noises in the output because of the electrical potential produced by heart which leads to attenuation losses. Hence, removal of noise is essential for better abnormality Step 1: Input ECG signal was given by the wave function . y
Step 2: Signal was subjected to median function
Step 3: For median filtering the window size for filtering was assigned first window size
, where s f sampling frequency, and length (v) is the total number of samples.
Step 4: The total signal was divided and based on the sample size, the value of the amplitude of signal is sorted in the window size. Step 5: Find the median of the signal with median function () m median y =
Step 6: After initialization of the median value the value of median was then compared with the value in the entire signal.
Step 7: The window size was incremented 21 wm = + and the corresponding value median was calculated.
Step 8 Where () xn was the signal amplitude.
The above equation was divided into odd and even elements. 
RR Intervals
The heartbeat of patient was determined with the help of RR intervals, which was calculated by distance between two R peaks. This value of RR-interval was also used to understand heart rhythm of particular patient.
Heartbeat was defined as the number of R-peak values in a particular minute.
The rhythm of the heart was determined by the below formula, RR interval calculation provided useful information for clinical diagnosis and identification of symptoms for arrhythmia events that were associated with heart-rate variation in patients.
QRS Detection
The duration of QRS wave varied with origin and conduction path of the activation pulse in the heart. So, QRS was the main feature for the classification of condition of the heart. In this work, the QRS duration was represented by the time interval between the two peak Q and S signals which were calculated by using the formula, 
Multi-Objective Genetic Algorithm
Objectives that are taken into consideration has conflict with each other for many problems in real world. Hence, an optimizing value with respect to single objective is required. An optimal solution for multi-objective optimization problem is to consider a set of solutions, which has capability to satisfy objectives at an optimum level without affecting other solution.
Multi-objective genetic algorithm uses two operators to determine new solutions and they are mutation and crossover. In the crossover operation, generally two parent random numbers are combined together to form new offspring. The selection of parent in the existing random number are considered according to the strength of parent to produce better offspring.
The iteration efficient random numbers will undergo mutation to 
Algorithm 4.2 -MULTI-OBJECTIVE GENETIC ALGORITHM

Input: Extracted Features QRS Wave;
Output: Detected Abnormality;
Step 1: Set i=1, N number of random population were selected for every variable.
Step 2 Step 4: Rank matrix of all the populations were then compared, to obtain the parent induviduals.
Step 5: The parent nodes were moved to cross-over in this cross over phase N number of off-springs will be produced.
Step 6: The above steps were repeated until a best offspring was produced.
Step 7: After intilialization of offspring the best offspring can be obtained based on the rank of that particular offspring.
Step 8: Repeated the step until a best solution was determined. if condition was satisfied then stop the literation.
Datasets
The proposed method used MIT-BIH arrythmia database (Moody, G B and Mark, R G 2001) . The data consisted of 48 hours excerpts from two channels ambulator containing about 134 samples and the sampling frequency of ECG signal was taken as 360 samples per second with a resolution of 11-bit over a maximum range of 10mV amplitude. The input datas were grouped in a same directory and the recording of ECG contained maximum of 13,000 data values. The data retrieval technique would differ for varying database. If, the system cannot be robust, effective calculation cannot be carried out from same dataset.
Experimental Procedure
Input raw ECG signal was then read with the given input sample frequency of about 360 samples per second. The value of amplitude and position of that amplitude signal was then stored in a vector of length equal to the length of the ECG signal. The input ECG signal should contain noise and should be removed for the better calssification of the ECG peak signal amplitude. The ECG signal de-noising can be done with the help of relaxed median filter. In the relaxed median filter technique, the window will be assigned as 1/4 s f , where s f is the sampling frequency.
The sampling frequency of the filter can be incremented in each step and the variable high frequency signals other than the fundamental ECG signals were then removed from the input ECG. Median filter can act as the simple low pass filter to remove the high frequency components from the input ECG signal. The output of median filter can be pure ECG signal and the signal will be given to feature extraction phase. Feature extraction can be carried out with the help of Fast Fourier Transform. In the FFT, input signal was expressed in time domain and was converted into frequency domain. The input ECG signal was seperated into two 4-point DFT, the 4-point DFT signal was subdivided into four 2-point DFT signal. This combination were then compared to form input signal in frequency domain. The output from the FFT were peak amplitudes of P-wave, QRS waves amplitude and T-wave amplitude.
The amplitude and position values were given to multi-objective genetic algorithm and the Parametric equation of objective was considered as objective function for genetic algorithm. Random numbers was generated for feature extracted output (Line Lisbeth Olesen and Andreas Andersen 2016).
The vulnerability of disease was determined with the help of fuzzy concept such as very severe, severe or normal.
RESULTS AND DISCUSSION
The research has shown an experiment on automated detection of arrythmia and other heart disease using MIT-BIH arrhythmia database. This experiment, had used a combination of linear and non-linear methods to extract the features of ECG signal, the data obtained consists of 11,000 samples in the time interval of about 10 secs with sampling frequency of 360 Hz. In this segment, comparing the classification performance of arrythmia by proposed multi-objective genetic algorithm and existing methods such as PSO, SVM and Genetic Algorithm (GA) algorithm was compared.
Performance Evaluation -Denoising or Preprocesing
The analysis of proposed work was carried out in MATLAB 2015a environment, raw ECG datas were obtained from MIT-BIH database. It was de-noised with median filter to remove noise in input ECG signal (Samjin Choi et al. 2010) . The filtered ECG signal was plotted over raw ECG signal to determine variation in ECG signal and filtered output is shown in The signal to noise ratio of the median filtered ECG signal is given in Table 4 .1. The median filter was found efficient in removing the high frequency components that were presented in the input ECG signal.
Performance Evaluation -Beat Classification
FFT was used for efficient beat classification and to detect peak amplitude. The proposed FFT was compared with existing discrete wavelet transform algorithm and it was found that the proposed method has efficiency of 98.7% in peak detection. The incorrect detections of peak waves were Table 4 .2.
The error detected by FFT algorithm was calculated as follows, It was evident that FFT algorithm was found to be sensitive for detection of peak signals (Table 4 .2) and the detected features were compared in Figure 4 .11. The plot showed the histogram value of peak signal and standard deviation curve for detected ECG signal. The major area of histogram above standard deviation curve illustrated low sensitivity of ECG signal and it was found that datas above 100 and 101 showed some abnormal behaviour of ECG signals, standard deviation curve gave some clear idea about peak detection by FFT algorithm. 124, 200, 203, 207, 208, 210, 212, 214, 217, 221, 223, 228, 230, 231, 232 and 234 respectively and it is shown in Table 4 .5. The true value, genetic algorithm and multi objective genetic algorithm for number of detected abnormal ECG were 22, 20 and 22 respectively. The true value, genetic algorithm and multi objective genetic algorithm for number of detected normal ECG are 23, 25 and 23 respectively is shown in Table 4 .6. For instance, for the combined dataset with 184 subjects, the WDIST2-5 and ML-5 attained 96.31% and 98.33% accuracies respectively, while the cascaded two 99.52% subject verification accuracy. It should be noted that the unified dataset included subject ECG that can be measured from electronic gadgets, subject ECG measured in the presence of arrhythmia and subject ECG data measured 2-20 times over a 6-month period. 
CHAPTER SUMMARY AND CONCLUSION
The classified individual characteristics of heartbeats from standard 10-second, 12-lead ECG signals were database to identify arrythmia in patients. The features were extracted by FFT algorithm and then it was fed to multi-objective genetic algorithm by considering age, weight and physical condition of patient. Multi-objective genetic algorithm was determined to be more sensitive to identify abnormality in patients. The results of multi-objective genetic algorithm were then compared with existing genetic algorithm and the simulation results illustrated that multi-objective genetic algorithm was more efficient for varying factors. The final result showed 20% increase of efficiency in detecting abnormality when compared to existing system. This present research provided better efficiency for both signal to noise ratio (SNR) and mean square error with the efficiency around 98.70%.
This research has proposed to set an automatic method to identify arrythmia in patients from 12-lead ECG signals by classifying heartbeats using machine-learning methods. The results showed that it is possible to obtain better efficiency using multi-objective genetic algorithm. In future research, analyzing and modeling the sequence of heartbeats using advanced machine learning methods can be implemented to achieve better performance.
